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<210> 1 

<211> 1277 

<212> DNA 

<213> Mycobacterium tuberculosis 




<400> 1 
ctgcagcagg 


tgacgtcgtt 


gttcagccag 


gtgggcggca 


ccggcggcgg 


caacccagcc 


60 


gacgaggaag 


ccgcgcagat 


gggcctgctc 


ggcaccagtc 


cgctgtcgaa 


ccatccgctg 


120 


gctggtggat 


caggccccag 


cgcgggcgcg 


ggcctgctgc 


gcgcggagtc 


gctacctggc 


180 


gcaggtgggt 


cgttgacccg 


cacgccgctg 


atgtctcagc 


tgatcgaaaa 


gccggttgcc 


240 


ccctcggtga 


tgccggcggc 


tgttgccgga 


tcgtcggtga 


cgggtggcgc 


cgctccggtg 


300 


ggtccgggag 


cgatgggcca 


gggttcgcaa 


tccggcggct 


ccaccagccc 


gggtctggtc 


360 


gcgccggcac 


cgctcgcgca 


ggagcgtgaa 


gaagacgacg 


aggacgactg 


ggacgaagag 


420 


gacgactggt 


gagctcccgt 


aatgacaaca 


gacttcccgg 


ccacccgggc 


cggaagactt 


480 


gccaacattt 


tggcgaggaa 


ggtaaagaga 


gaaagtagtc 


cagcatggca 


gagatgaaga 


540 


ccgatgccgc 


taccctcggg 


caggaggcag 


gtaatttcga 


gcggatctcc 


ggcgacctga 


600 


aaacccagat 


cgaccaggtg 


gagtcgacgg 


caggttcgtt 


gcagggccag 


tggcgcggcg 


660 


cggcggggac 


ggccgcccag 


gccgcggtgg 


tgcgcttcca 


agaagcagcc 


aataagcaga 


720 


agcaggaact 


cgacgagatc 


tcgacgaata 


ttcgtcaggc 


cggcgtccaa 


tactcgaggg 


780 


ccgacgagga 


gcagcagcag 


gcgctgtcct 


cgcaaatggg 


cttctgaccc 


gctaatacga 


840 


aaagaaacgg 


agcaaaaaca 


tgacagagca 


gcagtggaat 


ttcgcgggta 


tcgaggccgc 


900 


ggcaagcgca 


atccagggaa 


atgtcacgtc 


cattcattcc 


ctccttgacg 


aggggaagca 


960 


gtccctgacc 


aagctcgcag 


cggcctgggg 


cggtagcggt 


tcggaggcgt 


accagggtgt 


1020 


ccagcaaaaa 


tgggacgcca 


cggctaccga 


gctgaacaac 


gcgctgcaga 


acctggcgcg 


1080 


gacgatcagc 


gaagccggtc 


aggcaatggc 


ttcgaccgaa 


ggcaacgtca 


ctgggatgtt 


1140 
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cgcatagggc aacgccgagt tcgcgtagaa tagcgaaaca cgggatcggg cgagttcgac 12 00 
cttccgtcgg tctcgccctt tctcgtgttt atacgtttga gcgcactctg agaggttgtc 1260 
atggcggccg actacga 1277 

<210> 2 
<211> 524 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 2 

ctgcagcagg tgacgtcgtt gttcagccag gtgggcggca ccggcggcgg caacccagcc 6 0 

gacgaggaag ccgcgcagat gggcctgctc ggcaccagtc cgctgtcgaa ccatccgctg 12 0 

gctggtggat caggccccag cgcgggcgcg ggcctgctgc gcgcggagtc gctacctggc 18 0 

gcaggtgggt cgttgacccg cacgccgctg atgtctcagc tgatcgaaaa gccggttgcc 24 0 

ccctcggtga tgccggcggc tgttgccgga tcgtcggtga cgggtggcgc cgctccggtg 300 

ggtccgggag cgatgggcca gggttcgcaa tccggcggct ccaccagccc gggtctggtc 360 

gcgccggcac cgctcgcgca ggagcgtgaa gaagacgacg aggacgactg ggacgaagag 42 0 

gacgactggt gagctcccgt aatgacaaca gacttcccgg ccacccgggc cggaagactt 480 

gccaacattt tggcgaggaa ggtaaagaga gaaagtagtc cage 524 

<210> 3 

<211> 481 

<212> DNA 

<213> Mycobacterium tuberculosis 



<400> 3 

ctgcagcagg tgacgtcgtt gttcagccag gtgggcggca ccggcggcgg caacccagcc 60 
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gacgaggaag ccgcgcagat gggcctgctc ggcaccagtc cgctgtcgaa ccatccgctg 



120 



gctggtggat caggccccag cgcgggcgcg ggcctgctgc gcgcggagtc gctacctggc 



180 



gcaggtgggt cgttgacccg cacgccgctg atgtctcagc tgatcgaaaa gccggttgcc 



240 



ccctcggtga tgccggcggc tgttgccgga tcgtcggtga cgggtggcgc cgctccggtg 



300 



gcgccggcac cgctcgcgca ggagcgtgaa gaagacgacg aggacgactg ggacgaagag 



ggtccgggag cgatgggcca gggttcgcaa tccggcggct ccaccagccc gggtctggtc 



420 



360 



gacgactggt gagctcccgt aatgacaaca gacttcccgg ccacccgggc cggaagactt 



480 



9 



481 



<210> 4 
<211> 302 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 4 

atggcagaga tgaagaccga tgccgctacc ctcgggcagg aggcaggtaa tttcgagcgg 
atctccggcg acctgaaaac ccagatcgac caggtggagt cgacggcagg ttcgttgcag 
ggccagtggc gcggcgcggc ggggacggcc gcccaggccg cggtggtgcg cttccaagaa 
gcagccaata agcagaagca ggaactcgac gagatctcga cgaatattcg tcaggccggc 
gtccaatact cgagggccga cgaggagcag cagcaggcgc tgtcctcgca aatgggcttc 
tg 

<210> 5 
<211> 100 
<212> PRT 

<213> Mycobacterium tuberculosis 
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<400> 5 



Met Ala Glu Met Lys Thr Asp Ala Ala Thr Leu Gly Gin Glu Ala Gly 
15 10 15 

Asn Phe Glu Arg lie Ser Gly Asp Leu Lys Thr Gin lie Asp Gin Val 
5s 20 25 30 



^ Glu 



Ser Thr Ala Gly Ser Leu Gin Gly Gin Trp Arg Gly Ala Ala Gly 
35 40 45 



Thr Ala Ala Gin Ala Ala Val Val Arg Phe Gin Glu Ala Ala Asn Lys 
50 55 60 

Gin Lys Gin Glu Leu Asp Glu lie Ser Thr Asn lie Arg Gin Ala Gly 
65 70 75 80 

Val Gin Tyr Ser Arg Ala Asp Glu Glu Gin Gin Gin Ala Leu Ser Ser 

85 90 95 

Gin Met Gly Phe 
100 

<210> 6 
<211> 49 
<212> PRT 

<213> Mycobacterium tuberculosis 



<400> 6 

Met Ala Glu Met Lys Thr Asp Ala 
1 5 

Asn Phe Glu Arg lie Ser Gly Asp 
20 

Glu Ser Thr Ala Gly Ser Leu Gin 
35 40 

Thr 



Ala Thr Leu Gly Gin Glu Ala Gly 
10 15 

Leu Lys Thr Gin lie Asp Gin Val 
25 30 

Gly Gin Trp Arg Gly Ala Ala Gly 

45 



<210> 7 
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<211> 



42 



<212> 



PRT 



<213> 



Mycobacterium tuberculosis 




<400> 7 

Gin Glu Ala Ala Asn Lys Gin Lys Gin Glu Leu Asp Gly lie Ser Thr 
15 10 15 

Asn lie Arg Gin Ala Gly Val Gin Tyr Ser Arg Ala Asp Glu Glu Gin 
20 25 30 

Gin Gin Ala Leu Ser Ser Gin Met Gly Phe 



<210> 8 
<211> 21 
<212> PRT 

<213> Mycobacterium tuberculosis 
<400> 8 

Gin Glu Ala Gly Asn Phe Glu Arg lie Ser Gly Asp Leu Lys Tyr Thr 
15 10 15 

Gin lie Asp Gin Val 
20 

<210> 9 
<211> 16 
<212> PRT 

<213> Mycobacterium tuberculosis 



35 



40 



<400> 



9 
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Gly Asp Leu Lys Thr Gin lie Asp Gin Val Glu Ser Thr Ala Gly Ser 
1 ' 5 10 15 

<210> 10 

<211> 16 

<212> PRT 

<213> Mycobacterium tuberculosis 



<400> 10 

Gly Ser Leu Gin Gly Gin Trp Arg Gly Ala Ala Gly Thr Ala Ala Ala 
15 10 15 

<210> 11 

<211> 16 

<212> PRT 

<213 > Mycobacterium tuberculosis 



<400> 11 

Gin Glu Ala Ala Asn Lys Gin Lys Gin Glu Leu Asp Glu lie Ser Thr 
15 10 15 

<210> 12 

<211> 28 

<212> PRT 

<213> Mycobacterium tuberculosis 



<400> 12 

Ser Thr Asn lie Arg Gin Ala Gly Val Gin Tyr Ser Arg Ala Asp Glu 
1 5 10 15 



Glu Gin Gin Gin Ala Leu Ser Ser Gin Met Gly Phe 



20 25 

<210> 13 
<211> 16 
<212> PRT 

<213> Mycobacterium tuberculosis 
<400> 13 

Arg Ala Asp Glu Glu Gin Gin Gin Ala Leu Ser Ser Gin Met Gly Phe 
15 10 15 

<210> 14 

<211> 21 

<212> DNA 

<213> Artificial /Unknown 



<220> 

< 2 2 1 > misc_f eature 

<222> {)..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 14 

ctgcagcagg tgacgtcgtt g 21 

<210> 15 
<211> 23 
<212> DNA 
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<213> Artificial /Unknown 



<220> 

<221> misc_feature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



\ 




ccgggtggcc gggaagtctg tgt 

<210> 16 

<211> 23 

<212> DNA 

<213> Artificial /Unknown 



<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 16 

actactttct ctttctacct tec 23 
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<210> 17 

<211> 39 

<212> DNA 

<213> Artificial /Unknown 
<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 17 

ggggggatcc ggtaccaggt gacgtcgttg ttcagccag 3 9 

<210> 18 

<211> 39 

<212> DNA 

<213> Artificial /Unknown 
<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 18 
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ggggggtacc ggatcctcgt agtcggccgc catgacaac 



39 



<210> 



19 



<211> 



31 



<212> 



DNA 



<213> 



Art ificial/ Unknown 




<220> 



<221> misc_f eature 
<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<210> 20 

<211> 31 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc__f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



ggggggatcc caggtgacgt cgttgttcag c 



31 
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<400> 20 

ggggggtacc acggtgacgt cgttgttcag c 31 

<210> 21 

<211> 32 

<212> DNA 

<213 > Artificial/Unknown 
<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 21 

ggggggtacc aacggtgacg tcgttgttca gc 

<210> 22 

<211> 31 

<212> DNA 

<213> Artificial / Unknown 
<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 
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<400> 22 

ggggggtacc gggtggccgg gaagtctgtt g 31 

<210> 23 

<211> 31 

<212> DNA 

<213 > Artificial /Unknown 
<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 23 

ggggggatcc ctgcagcagg tgacgtcgtt g 31 

<210> 24 

<211> 30 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc__f eature 

<222> ()..() 
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<223> Description of Artificial Sequence: synthetic DNA 



<400> 24 

ccctgcaacg aacctgccgt cgactccacc 3 0 

<210> 25 

<211> 39 

<212> DNA 

<213> Artificial/ Unknown 
<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 25 

ggggggatcc ggtaccaggt gacgtcgttg ttcagccag 3 9 

<210> 26 

<211> 51 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc_ feature 
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<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 26 

ggggggatcc tcaatggtga tggtgatggt ggaagcccat ttgcgaggac a 51 

<210> 27 

<211> 22 

<212> DNA 

<213> Artificial /Unknown 
<220> 

< 2 2 1 > mi sc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 27 

gcatcgaatg catgtctcgg gt 22 

<210> 28 

<211> 99 

<212> PRT 

<213> Mycobacterium leprae 

<400> 28 
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Met Ala Glu Met 
1 

Gin Phe Asp Gin 
20 

Asp Ser lie Gly 
3 5 

Ser Ala Ala Leu 
50 

lie Arg Gin Leu 
65 

Asn Tyr Thr Lys 



Met Asn Phe 



lie Thr Glu Ala 
5 

lie Ala Ser Gly 



Gin Ser Phe Gin 
40 

Gly Ala Leu Gly 
55 

Glu Ser lie Val 
70 

Thr Asp Asp Glu 
85 



Ala lie Leu Thr 
10 

Leu Ser Gin Glu 
25 

Asn Thr Trp Glu 



Arg Phe Asp Glu 
60 

Asp Lys Leu Asn 
75 

Ala Asn Gin Leu 
90 



Gin Gin Ala Ala 
15 

Arg Asn Phe Val 
30 

Gly Gin Ala Ala 
45 

Ala Met Gin Asp 



Arg Ser Gly Gly 
80 

Leu Ser Ser Lys 
95 



<210> 29 



<211> 108 



<212> DNA 



<213 > Artificial/Unknown 



<220> 

<221> misc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: Expression cassette 



<400> 29 

aggaacagat ctatgggatc cggtaccctg cagcatcacc atcaccatca ctagtgaaat 
agcgaaacac gggatcgggc gagttcgacc ttccgtcggt ctcgccct 
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<400> 31 

gaattcgagc tcggtacccg gggatcctct agagtcgacc tgcaggcatg caagctt 

<210> 32 

<211> 30 

<212> DNA 

<213 > Artificial/Unknown 
<220> 

< 2 2 1 > mi sc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 32 

cccggatcct cagccaagct gaccgacctg 

<210> 33 

<211> 33 

<212> DNA 

<213> Artificial /Unknown 
<220> 

<221> mi sc_f eature 

<222> ()..() 

<223> Description of Artificial Sequence: synthetic DNA 
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<400> 33 

gccggtacca cgacggctca tcgccagttt gcc 



33 



<210> 34 

<211> 15 

<212> PRT 

<213> Mycobacterium tuberculosis 
<220> 

<221> misc_ feature 

<222> ()..() 

<223> Xaa is any amino acid 

<400> 34 

Ala Glu Met Lys Thr Asp Ala Ala Thr Leu Xaa Gin Glu Ala Gly 
1 5 10 15 
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